pQE-80L, pQE-81L, and pQE-82L Vectors

Positions of elements in bases pQE-80L
Vector size (bp) 4751
Start of numbering at Xhol (CTCGAG) 1-6
T5 promoter/lac operator element 7-87

T5 transcription start 61

6xHis-tag coding sequence 127-144
Multiple cloning site 145-192
Lambda t, transcriptional termination region 208-302
rrnB T1 transcriptional termination region 1064-1161
lac repressor coding sequence 2333-1252
ColE1 origin of replication 2928
B-lactamase coding sequence 4546-3686
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