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1. RT? Profiler PCR Array REEILANE T S@H S ERAFHLHEEMHRIE, A typical
96-well format is shown. This is also available in a 384-well plate, 100-well disc, and 96x96
chip format.
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2. RT2 SYBR Green vs. TaqMan T Lt i) & #1 % % ., * Gene expression analysis was
compared between RT? Profiler PCR Arrays (SYBR® Green-based) and the TagMan® platform.
Regression analysis of fold differences, with data normalized against POLR2A, demonstrate

that both platforms yield similar biological results.
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& 3. RT? SYBR Green vs. TaqMan i # 4 R & &, * PCR

amplicons detected using the same primer pair with or
without TagMan probes in either SYBR Green or TagMan
chemistry. SYBR green chemistry yields earlier C;s for each
dilution, demonstrating better sensitivity than TagMan
chemistry.

4. Stress and Toxicity PathwayFinder RT? Profiler PCR
Array BF T AR EE R XL, RNA from HepG2 cells
treated with three different glitazone PPARy agonists
for type 2 diabetes mellitus was characterized, and the
results were compared to that of a vehicle (DMSO) control.
The drug Rezulin induces very different changes in the
expression of stress-related genes than Avandia and Actos.

B 5. Common Cytokine RT? Profiler PCR Array % % i 5b
A smmadEn LA TEERE, Triplicate total
RNA samples from human peripheral blood mononuclear
cells (either untreated or stimulated with 50 ng/ml PMA
and 1 mg/ml ionomycin for 6 hours) were characterized
with the human Common Cytokine RT? Profiler PCR Array.
Twenty-three cytokine genes are up-regulated (> 5-fold, p
< 0.0005), while six interleukin and TNF ligand genes are
down-regulated.

* Arikawa, E., et al. (2008) Cross-platform comparison of SYBR Green realtime PCR with TagMan PCR, microarrays and other gene expression measurement

technologies evaluated in the MicroArray Quality Control (MAQC) study. BMC Genomics 9, 378.
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6. A. BREBRERELA DNA 5%, RNA from HEK 293T cells, mouse spinal tissue, mouse brain tissue, or rat brain tissue was characterized on RT? Profiler
PCR Arrays before (light blue bars) and after (dark blue bars) treatment with gDNA Elimination Buffer from the RT? First Strand Kit. B. M5 i%# R ch Y301
Human universal RNA was added with magnesium salt to simulate RNA degradation or added with TRIzol reagent to simulate contamination that inhibits
enzyme activity. RT? First Strand Kit was used for cDNA synthesis.
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MO 2E RIS, BRH IR T RT2 Profiler PCR Array i & B9 M AERITT S, 44 RT2 Profiler PCR Array 2R3 TR E AT,
BURIE = REOMEE, X BRTMEREIRT — LB,
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7. MECP2 /M RSBRIR T ERREEFRZE I, Validation of expression changes for 66 genes by gPCR analysis. Gene expression levels from microarray

analyses were validated in four MECP2-Tg males and four Mecp2-null males.*
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SEEH RT? Profiler PCR Array R AR &/ REMNIIE RNA, THARED PCR RNE =4 B2 —=Y&H, LW _BHE
HAEFFY . QIAGEN TRMSIRIHTEERMET 10 ZHERNFMFIILNIRAE, A5RITHRE T RIE. MESLE
BN #—ZHR PCR RN FIMERE, BN EE oPCR HEEARBATNREENRIL,
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8. RT2 Profiler PCR Array ZEHA R M thif AN R EIS R4, 9. RT? Profiler PCR Array ] # Ul {£ = 1 ng RNA, Different amounts of

universal total RNA were characterized using the Human Inflammatory
Cytokines and Receptors RT? Profiler PCR Array (PAHS-011) with or without
PreAMP.

* Chahrour, M., et al. (2008) MeCP2, A key contributor to neurological disease, activates and represses transcription. Science 320, 1224.
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10. RT? Profiler PCR Array =T & il 3% 5 75 36 B M ) RNA,
Tenold serial dilutions of human CHRNAS were characterized
with the respective RT?> gPCR Primer Assay.
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www.SABiosciences.com/seminarlist.php

11 KILEETTERAREELBHGEITREME. The x-axis
plots the log2 of the fold-differences, while the y-axis plots
their p-values based on student’s test of your replicate raw
C, data. The blue and red symbols outside the gray area
conveniently have the same meaning as the scatter plot.
Symbols in the volcano plot above the dashed line readily
identify fold-differences at least as statistically significant as
a threshold that can be defined.
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mEEETM <1 ng), BNERHEZENEEI TG BEXHNE
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RT? IncRNA PCR Array 7 F} F T 51 8 55 4
® IncRNA #RZE ( IncFinder)

o BEESEERER

o RERNMAGKRE

o MMERBEERMMEL

o BIBAEECHES IncRNA PCR Array

&N R AREESEEE S IncRNA: www.giagen.com/
IncRNA

ol el B 2 EH IncRNA PCR Array, FEM#BiT 28,000
A IncRNA 5 15,700 /)3 B IncRNA g 738 %, 1
o] i@ 14 E ) 7 — AR £ B B A IncRNA F1 mRNA, AF
RNA-seq 353 F4 5 74T 93

RT? IncRNA PCR Array product list

Down-regulation | Up-regulation
10 4
*
g K
ADAMTS9-AS2, *« *
EMX20S & .« 9
6 1 *
T
3 MEG3 ¢
2 4 DLX6-AS1
o -
@ \d £ 3 *
3 H19 Lo ‘,: ‘PCAB
242 ot -
5 s 0 ¢ ° P=0.01
LA/ *
0 LS 3% o
2 A
-4 T T T T
-6 4 2 0 2 4

Log (Fold change)

13. 3 = HA %G 51 BRE 4 A AY IncRNA B B K ik K Ei#1TiE o, BRI
B £ BSR4 & RS A5 RNA A RT? IncRNA RNA PCR
Array #1794 (B 4 ). ANEAMAIIELSHFS RNA PCA3 7 #5151 AR 4%
S FERENS, FAKT AT 221E, BN, 2207 HBSE
IncRNA 3=ILH _Eif8 (DIX6-AST) 3 T8 (MEG3, H19, EMX20S, ASAMTSS-
AS2) HIRTS.

Pathway VC* Name Pathway VC* Name

LAHS-001Z Human IncRNA Finder LAMM-001Z Mouse IncRNA Finder

LAHS-002Z Human IncRNA Cancer PathwayFinder LAMM-002Z Mouse IncRNA Cancer PathwayFinder

LAHS-003Z Human IncRNA Cell Differentiation & Development LAMM-003Z Mouse IncRNA Cell Differentiation & Development
LAHS-004Z Human IncRNA Inflammatory Response & Autoimmunity LAMM-004Z Mouse IncRNA Inflammatory Response & Autoimmunity

* Array Format/Plates per order: 96 well -2, 96 well -6, 96 well -12, 96 well -24, 384 4x96 (16), Fluidigm (5).

ITHER

Pl HnE &S
RT? IncRNA PCR Arrays Pathway, disease, or custom panels of gene assays 330721
RT? IncRNA gPCR Assay Individual laboratory-verified gPCR assay for each IncRNA 337001
RT? SYBR Green qPCR Reagents for reaktime PCR reactions (available with ROX, varies
Mastermixes fluorescein, or no internal reference dye)

RT? First Strand Kit (12) or (50) Reagents for cDNA synthesis reactions for 12 or 50 samples 330401/330404
I RAAT T FERAE~H realtime PCR 1488 . QIAGEN. Agilent/Stratagene. Applied Biosystems®. Bio-Rad®.
Eppendorf®. Fluidigm. Roche®. TaKaRa,

B %5 Bi5 1 www.qgiagen.com/IncRNA

RT? Profiler PCR Array. BEZRSBEMRE 01/2016 13



QIAGEN RNeasy® Kit

RNeasy Kit gE {4 ?

RNeasy Kit &5 7 QIAGEN M EFIRRIRIKA, MEREGEREBAELHSREN RNA, HRNAFERE. ’HE+E
RN RBENREEREEARBE S, EBRERAMTYHOIIHF, HERERF RNA MR, A THEA (KK
EERTPCR NEYER ) PN TENER. BEREEAARARTSRBALRNRNE, tAESEASKMFR, W

BEFRRIEHAR . DHERAFS R SRR RAIR.
RNeasy Kit 3 T{E?
BT RBE R RBE IR, B RO SE, TH RNA LT, B 1 RNA 1R,

B8 /= RNA 5 RNeasy E/OMEE RNeasy 96 FLIREFAL RS RE S, HABED H— K5
R RERUEE, MLiRSEEE RNA SR 7 RNA BEAI7K .

0y

RFU FU
20 400
4628.7 nt 300
10 200
100
8r‘nin 10‘min . ‘; ‘0 6 ‘Q ‘Q ‘Q
Y S S S r\90 @Q

14. EE B RNARNA was purified from Jurkat cells using the RNeasy Mini Kit. The purified RNA was analyzed on the A.
QlAxcel® system (ratio of 285 to 18S rRNA: 1.55) and B. Agilent 2100 Bioanalyzer (ratio of 28S to 18S rRNA: 1.7). A high
RNA integrity number (RIN) of 9.6 was obtained, indicating highly intact RNA.

TR R

Sample

lyse, homogenize,
and add ethanol

Bind total RNA to
RNeasy membrane

Wash

Elute in small
volume

&4@@@4@@@%

Ready-to-use RNA

7o Mg )
RNeasy Mini Kit (50)* For purification of RNA from cells & easy-to-lyse tissues 74104
RNase-Free DNase Set (50) For DNase digestion RNA purification 79254
RNeasy Fibrous Tissue Mini Kit (50)* For purification of RNA from fiber-rich tissues 74704
RNeasy Plus Universal Mini Kit (50)* For purification of RNA from all tissue types 73404
RNeasy 96 Kit (12) For purification of RNA from cells in 96-well format 74182
QlAzol® Lysis Reagent (200 ml) For lysis of fatty and standard tissues before RNA isolation 79306

* Automatable on the QlAcube®. Find out more at www.giagen.com/goto/QlAcube.
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AT RNA F2E 1) QIAGEN 7 m

At L E3F RNA #1TEEE ?

YR —BERHEE, ERNABRZSRATRTRE. RNA S RNA
Pefk, MAEMBRELSSIZBEEMBZST TR HRE mRNAKE, 4
R RNA 8937 BIAR E X85 M B B RIX TR <R,

RNA RREBERARBLTIKPRELSFH R R, XEAZRIE
PRRER, BB RNA dik 2 513U v BE R R R,

AHLEME A QIAGEN B RNA BE*m ?

QIAGEN #1217 Z R T F140 RNAlater®. Allprotect® &, T[#E =
BTAENREME. AR, MAMERPHRNA, Wm@e T EHR
RARAS TS FER. BFRABRIERT P, BT RBERR
i, METEEETAEDLENZR, FHARRNAZL, A7Tik
EREMAE, FL QIAGEN RNA aiLiXFIZE B H 7 RNA F2EXF,

@ Fold change in transcript level
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15. =% RNA # %, Rat tissues were stored at 25°C

ITHER

for 2-24 hours in Allprotect Reagent or PBS prior to realtime
RT-PCR analysis. A. Rat lung tissue was analyzed for c-fos
expression. B. Rat intestine tissue was analyzed for Madh7
expression. Transcript levels relative to those in liquid
nitrogen stabilized tissues were calculated. Changes in

transcript levels were prevented by Allprotect Reagent.

TR i %5
Allprotect Tissue Reagent (100 ml) For stabilization of RNA, DNA, & protein in tissues 76405
AllPrep® DNA/RNA Mini Kit (50) For simultaneous purification of DNA and RNA 80204
RNAlater RNA Stabilization Reagent (250 ml) For stabilization of RNA in tissues 76106
RNeasy Protect Mini Kit (50) For stabilization of RNA in tissues and RNA 74124
purification

RNAprotect® Cell Reagent (250 ml) For stabilization of RNA in cells 76526

RNAprotect Animal Blood Tubes (50 x 100 pl) For collection of 100 pl animal blood with RNA 76544
stabilization

RNeasy Protect Animal Blood Kit (50) For purification of RNA from blood collected in 73224
RNAprotect Animal Blood Tubes

miRNeasy Protect Animal Blood Kit (50) For purification of RNA, including miRNA, from 217304
blood collected in RNAprotect Animal Blood Tubes
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“RNAlater®” is a trademark of AMBION, Inc., Austin, Texas and is covered by various U.S. and foreign patents.

Trademarks: QIAGEN®, Sample to Insight®, QlAxcel®, QIAzol®, AllPrep®, Allprotect®, RNAprotect®, RNeasy® (QIAGEN Group); Applied Biosystems®, SYBR® (Life Technologies Corporation); Bio-Rad® (Bio-Rad Laboratories, Inc.);
Eppendorf® (Eppendorf AG); Excel® (Microsoft Corporation); Roche®, TagMan® (Roche Group).
Registered names, trademarks, etc. used in this document, even when not specifically marked as such, are not to be considered unprotected by law.
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