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Accurate miRNA quantitation from down to 1 pg total RNA

Enables detection of miRNA in serum/plasma without pre-amplification
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miR-126-3p emiR-145-5p

LNA-enhanced and T,,-normalized primers provide
extremely sensitive PCR amplification and enable accurate
MIRNA quantification from:

« Asllittle as 1 pg total RNA

* Awide range of sample types

e AU-rich miRNAs

Pre-amplification from low-abundance samples such as
serum/plasma is not required.

Data from serial dilutions of human AM6000 total RNA are
shown. All miIRNA assays exhibit linear readouts with
correlation coefficients R2 > 0.99.
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MIRCURY LNA PCR uses two non-overlapping, miRNA-specific primers

@ One single cDNA reaction for all miRNA

First-strand synthesis (RT)

Mature miRNA
T
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3’ degenerate anchor 5’ universal tag

@ Two INA-enhanced miRNA-specific gPCR primers

Realtime PCR amplification
miR-specific forward primer
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miR-specific reverse primer
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@ Three-hour workflow
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The miIRCURY LNA miRNA PCR System uses one single
cDNA synthesis reaction for all amplifications, reducing
pipetting and saving time and sample.

Two LNA-enhanced primers are non-overlapping and miRNA-
specific. This prevents primer—dimer formation and enables
highly specific and sensitive amplification with single
nucleotide discrimination.

The fast and easy workflow takes only 3 hours with minimal
hands-on steps.
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MIRCURY LNA PCR enables single nucleotide discrimination

Target Sequence Assay Percent detection
hsa-let-7¢ UGAGGUAGUAGGUUGUAUGGUU hsa-let-7¢ 100%
hsa-let-7b UGAGGUAGUAGGUUGUGUGGUU hsa-let-7¢ 0.03%
hsa-mir-9%9a AACCCGUAGAUCCGAUCUUGUG hsa-mir-99a 100%
hsa-mir-100 AACCCGUAGAUCCGAACUUGUG hsa-mir-99a 0.00%
hsa-miR-196b UAGGUAGUUUCCUGUUGUUGGG hsa-miR-196b 100%
hsa-miR-196a UAGGUAGUUUCAUGUUGUUGGG hsa-miR-196b 0.01%
hsa-miR-135b UAUGGCUUUUCAUUCCUAUGUGA hsa-miR-135b 100%
hsa-miR-135a UAUGGCUUUUUAUUCCUAUGUGA hsa-miR-135b 0.03%
hsa-let7a UGAGGUAGUAGGUUGUAUAGUU hsa-let7a 100%
hsa-let-7e UGAGGUAGGAGGUUGUAUAGUU hsa-let7a 0.00%
hsa-miR-17 CAAAGUGCUUACAGUGCAGGUAG hsa-miR-17 100%
hsa-miR-106a AAAAGUGCUUACAGUGCAGGUAG hsa-miR-17 2.05%

The short, LNA-enhanced and miRNA-specific
primers facilitate the design of miRNA gPCR
assays that discriminate between closely related
MIiRNA sequences.

Therefore, single nucleotide discrimination is
possible at various positions in the miRNA
sequence.

The table shows the percent signal obtained from a
target with a single nucleotide mismatch compared
to the signal from the perfectly matched target (set
to 100%).
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MIRCURY LNA PCR provides superior sensitivity in miRNA detection

hsa-miR-190a-5p hsa-miR-21-5p hsa-miR-16
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In a dilution series of reverse transcription reactions, miRCURY LNA PCR shows higher sensitivity than miScript® PCR and allows linear
detection down to one cDNA copy — even of AU-rich miRNAs such as hsa-miR-190a (77% AU). The miScript assay hsa-miR-16 displayed non-
specific amplification (C, of 35 in the no-template control), which results in misleading C, measurements in the 10- and 1-copy reactions.
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MIRCURY LNA PCR detects more miRNAs for sample profiling

Serum/plasma panel miRNome panel
Normalized expression Normalized expression
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mMIRCURY LNA PCR and miScript PCR show comparable miRNA expression profiles, but miIRCURY LNA PCR detects more miRNAs. AC,
values are shown for assays that are represented on both the miRCURY LNA PCR panel and its corresponding miScript PCR array. A serum
sample was used for serum/plasma miRNA profiling, and a liver sample was used for miRNome profiling.
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For up-to-date licensing information and product-specific disclaimers, see the respective QIAGEN kit handbook or user
manual. QIAGEN kit handbooks and user manuals are available at www.giagen.com or can be requested from QIAGEN
Technical Services or your local distributor.

Trademarks: QIAGEN ®, Sample to Insight®, LNA®, miIRCURY®, miScript® (QIAGEN Group).
PROM-17500-001 © 2020 QIAGEN, all rights reserved.
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