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MIRCURY LNA miRNA PCR

Quantify low-abundance miRNAs without preamplification

Sample to Insight
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Accurate miRNA quantitation from as little as 1 pg total RNA

Enables detection of miIRNA in serum/plasma without pre-amplification

Cycle number

Urine/CSF
45 Serum/plasma
i . exosomes FFPE
35 Tissue, buffy coat, .
PAXgene and cell lines
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lpg 10pg 100 pg 1 ng 10ng 100 ng
Total RNA input in RT reaction
miR-21-5p  emiR-499-5p «miR-126-3p emiR-145-5p

Sample to Insight

LNA-enhanced and T_,-normalized primers provide extremely
sensitive PCR amplification and enable accurate miRNA
quantification from:

+ As little as 1 pg total RNA
« A wide range of sample types
* AU-rich miRNAs

Pre-amplification from low-abundance samples such as
serum/plasma is not required.

Data from serial dilutions of human AM6000 total RNA are shown.

All miRNA assays exhibit linear readouts with correlation coefficients
R2>0.99.
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Robust detection of plasma exosome miRNAs without preamplification

Titration of RNA from plasma exosomes Dilution of cDNA from equivalent

<, of 8 pl plasma exosome RNA
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+ mMIRCURY LNA PCR provides a broad linear detection range for quantifying both high- and low-abundance miRNAs using the standard protocol with no
preamplification.

* When using the recommended amount of input RNA (large points in the left graph) or cDNA (large points in the right graph), detection is still near the middle of the
range, allowing detection of even lower-abundance targets.

* The UniSp6 control was added to the RT reaction to check both the RT and PCR; it provides identical C, values in the left graph of diluted sample (added after
dilution) and follows the C, values of the assays in right graph, where dilution is done on the cDNA (after addition of UniSp6).

» The standard protocol allows some flexibility for customization before PCR inhibition is observed (right graph, gray point at 1).

Sample to Insight
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Robust detection of plasma miRNAs without preamplification

Titration of RNA from plasma Dilution of cDNA from equivalent

C, of 8 pl plasma RNA
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10 - = Tubes; RNA was isolated using the
5 | ]g | miRNeasy Serum/Plasma Advanced Kit.
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+ mMIRCURY LNA PCR provides a broad linear detection range for quantifying both high- and low-abundance miRNAs using the standard protocol with no
preamplification.

* When using the recommended amount of input RNA (large points in the left graph) or cDNA (large points in the right graph), detection is still near the middle of the
range, allowing detection of even lower-abundance targets.

* The UniSp6 control was added to the RT reaction to check both the RT and PCR; it provides identical C, values in the left graph of diluted sample (added after
dilution) and follows the C, values of the assays in right graph, where dilution is done on the cDNA (after addition of UniSp6).

» The standard protocol allows some flexibility for customization before PCR inhibition is observed.

Sample to Insight
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For up-to-date licensing information and product-specific disclaimers, see the respective QIAGEN kit handbook or user manual. QIAGEN kit handbooks and user
manuals are available at www.giagen.com or can be requested from QIAGEN Technical Services or your local distributor.

Trademarks: QIAGEN®, Sample to Insight®, LNA®, miRCURY®, RNeasy® (QIAGEN Group); PAXgene® (PreAnalytiX GmbH).Registered names, trademarks, etc. used
in this document, even when not specifically marked as such, may still be protected by law. PROM-17499-002 © 2021 QIAGEN, all rights reserved.
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