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AMR is a One Health issue (2) and requires collaborative research across multiple disciplines in human and 
public health, veterinary sciences and environmental research.

Sample stabilization 
and disruption

Sample 
preparation

Stabilization of the 
microbial community 
• For stool samples:
 PowerProtect® DNA/RNA

Sample disruption for optimal 
access to nucleic acid
• Up to 192 samples at a time:
 TissueLyser II
• Hands-free disruption on the 
 Vortex-Genie 2 Vortex:
 Vortex adapters
• Tubes and plates prefilled with 
 zirconia beads for optimized lysis:
 QIAGEN® PowerBead 
 Pro Tubes and Plates

Sample preparation optimized 
for key sample types, such as: 

• Stool
 QIAamp PowerFecal® Pro DNA
• Soil, food
 DNeasy PowerSoil® Pro
• Water, wastewater
 DNeasy PowerWater®

• Biofilm
 DNeasy PowerBiofilm®

Automated sample preparation 
for varying needs and throughputs
• Automate QIAGEN spin-column kits
 QIAcube® Connect
• Up to 90 samples per run with 
 dedicated kits for microbial DNA 
 preparation
 QIAcube HT
• One to 96 samples per run with 
 flexible loading
 QIAsymphony SP

Discovery and identification of 
AMR genes and variants 
• Whole genome sequencing with an 
 all-enzymatic library prep
 QIAseq® FX DNA Library Kit
• Targeted DNA sequencing with a 
 focus on AMR genes
 QIAseq xHYB AMR Panel
• Bacterial gene expression
 QIAseq FastSelect -5S/16S/23S 
 and
 QIAseq Stranded RNA Library Kit

Quantification of AMR genes
• Digital PCR analysis with parallel 
 quantification of up to 5 AMR
  target genes
 QIAcuity® Systems and dPCR 
 Microbial DNA Detection Assays

Detection of AMR genes
• Lab-verified assays with high sensitivity 
 and specificity 
 Microbial DNA qPCR Assays & Arrays

Sophisticated, dedicated 
microbial next-generation 
sequencing (NGS) data analysis 
• QIAGEN CLC Genomics 
 Workbench Premium

Complimentary dPCR 
data analysis
• GeneGlobe® Data Analysis Hub

Analysis by
NGS, dPCR or qPCR

Data analysis
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How QIAGEN supports your AMR research

From sample preparation through sequencing and dPCR or real-time PCR to data analysis, we offer a  
complete and powerful workflow to meet your research needs.

“Bacterial antimicrobial resistance (AMR) — which occurs when 
changes in bacteria cause the drugs used to treat infections to become 
less effective — has emerged as one of the leading public health 
threats of the 21st century.” (1) 
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Inhibitor Removal Technology® in QIAGEN kits increases 
purity of isolated DNA

Increased purity with  
the DNeasy PowerSoil  
Pro Kit.
Soil samples (250 mg each) 
were prepared using  
commercially available 
sample preparation solutions 
and compared to the DNeasy 
PowerSoil Pro Kit. DNA 
purity was determined with 
UV measurement.
A: Analysis of A260/A280

B: Analysis of A260/A230  

Starting with 1 µl positive control input template (PMC), four dilutions were prepared to 0.001 µl and analyzed along with and no template controls (NTC). Error bars are 
from 3 replicates each.
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High-quality, targeted DNA sequencing of over 2700 AMR genes

Targeted DNA sequencing allows you to focus on 
relevant genome segments with high enrichment for  
low-abundance gene detection. QIAseq xHYB 
Panels use a hybrid capture approach, which – in 
contrast to amplicon sequencing – enables the 
detection of entire gene clusters and neighboring 
genes. 

•	Unique mapped reads, high on-target rate  
provided by built-in rRNA removal technology

•		Up to 384 samples can be multiplexed in a 
single sequencing run

•	Streamlined bioinformatic analysis with QIAGEN 
CLC Genomic Workbench software

Parallel quantification of up to five AMR target genes by digital PCR

QIAcuity, a novel nanoplate-based digital PCR System, and 103 dedicated AMR assays provide absolute 
target quantification with the highest precision, analytical sensitivity and superior multiplexing capacity.



Contact your local Sales Representative to learn more about these workflow solutions:  
www.qiagen.com/contact-us

For up-to-date licensing information and product-specific disclaimers, see the respective QIAGEN/NeuMoDx kit handbook or user operator manual. QIAGEN handbooks 
and user manuals are available at www.qiagen.com or can be requested from QIAGEN Technical Services (or your local distributor) or www.neumodx.com/ 
client-resources.
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Antimicrobial resistance characterization using CLC Genomics Workbench

With the CLC Genomics Workbench, a comprehen-
sive set of tools and databases designed to work 
together are readily available for download and 
immediate use. The tools specifically developed for 
AMR support analysis of NGS data, from both 
assembled isolate genomes and metagenomes, as 
well as tools for the assembly-free detection of 
AMR markers directly from your FASTQ data.

•	Workflows for QIAseq AMR panel support.

•	Curated databases, including content from 
Comprehensive Antimicrobial Resistance 
Database (CARD), ResFinder, ARG-ANNOT, 
NCBI Bacterial Antimicrobial Resistance 
Reference Gene Database, PointFinder and 
VirDB databases.

•	Full flexibility to make your own workflows

•	Workflows and tools for many NGS-related 
analyses, including microbial and biomedical.

Check out this page to learn more about our offering for microbial and microbiome research:
www.qiagen.com/applications/microbiome

http://www.qiagen.com/contact-us
https://www.qiagen.com/applications/microbiome

