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Intfroduction and Experimental Workflow Improved DNA Yield and Quality from Soil and Stool

Add 025 g of soil or 0.1 g of sool DNA vyield and purity were higher and inhibitor removal was improved using the DNeasy 96 PowerSoil Pro Kit compared
to the PowerBead Pro Plate
with the legacy DNeasy PowerSoil HTP 96 Kit.
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Increased Microbial Representation Comparable Results Across DNeasy PowerSoil Pro Formats

Increased bacterial and fungal operational taxonomic units (OTUs) identified in DNA extracted using the DNeasy 96 DNA extraction from soil and stool using DNeasy 96 PowerSoil Pro is comparable to the manual low-throughput DNeasy
PowerSoil Pro Kit compared with the legacy DNeasy PowerSoil HTP 96 Kit. PowerSoil Pro kit (single column).
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Increased microbial representation. DNA was extracted from soil and stool samples using DNeasy 96 PowerSoil Pro and DNeasy PowerSoil HTP 96 kits. £ ] T
Analysis of the 16S rRNA genes was performed using the QlAseq® 16S/ITS Region Panel (V4V5) and QlAseq 16S/ITS Index Kit. Data analysis was . = Nirosomonadacese
performed with the QIAGEN® CLC Genomics ProSuite using SILVA. Each result represents an aggregation of two data sets per sample. A Alpha diversity < - & et Aisacteta bacerium
was determined by total number of OTUs. The new DNeasy 96 PowerSoil Pro Kit shows increased numbers of identified OTUs compared with the legacy = Pacnibacillceas
DNeasy PowerSoil HTP 96 Kit. B To determine fungal representation, DNA was extracted from soil using DNeasy 96 PowerSoil Pro Kit, the DNeasy "3 L oemoacomceiaceas
PowerSoil Pro Kit and the legacy DNeasy PowerSoil HTP 96 Kit. Analysis of the ITS region was performed using the QlAseq 16S/ITS Region Panel and o ® Xanthobacteraceae .
QlAseq 16S/ITS Index Kit. Data analysis was performed using the QIAGEN CLC Microbial Genomics Module with the database UNITE. Increased fungal %':ff;srézf’ sz'j:fssc{” 511 PCo 3 (12%) ® DNeasy 96 PowerSoil Pro
diversity is observed using the Pro technology compared with DNeasy PowerSoil HTP 96. Pro Pro DNeasy PowerSoil Pro
Technology Comparison: DNA Yield and Quality Conclusions
Compared with kits from other suppliers, the DNeasy 96 PowerSoil Pro Kit gave better DNA yield and quality, resulting in The new DNeasy 96 PowerSoil Pro Kit:
improved microbial representation. ® Has a streamlined, user-friendly protocol
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Significantly increased DNA yield and quality compared with other suppliers. DNA was exiracted using the DNeasy 96 PowerSoil Pro Kit and kits from
Supplier M, Supplier Z, Supplier N and Supplier MB (4 replicates). A DNA yields were measured with a Qubit Fluorometer. B DNA purity (A,,./A,,, ratio) Trademarks: QIAGEN®, Sample to Insight®, QlAamp®, QlAxpert®, DNeasy®, Inhibitor Removal Technology®, PowerSoil®, QuantiFast®, Rotor-Gene® (QIAGEN
was determined using QlAxpert. C 16S libraries were prepared using the QIAGEN UCP Multiplex PCR Kit, with data analysis on the QIAGEN CLC Microbial Group); Qubit™ (Thermo Fisher Scientific). Registered names, trademarks, efc. used in this document, even when not specifically marked as such, are not to be
Genomics Module using SILVA. Each result represents an aggregation of two data sets per sample. Alpha diversity was determined by total number of OTUs. considered unprotected by law. © 2020 QIAGEN, all rights reserved. PROM-15818-001
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