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SERHERA QIAGEN miRNA ZE{Lit 73 R BA R F R 27 5

2. FA TRIzol, mirVana (L A8] ), miRNeasy (QIAGEN) M Hela 1 ZR-75-1 AAREH 41k B4 miRNA 2 RNA

Cell line Prep type No. of preps RNA yield mean (SD) 260:280 mean (SD) 260:230 mean (SD) RIN mean (SD)
Hela TRizol 10 45.59 (7.17) 1.89 (0.0406) 1.28 (0.208) 9.9 (0.14)
Hela mirVana 8 43.16 (12.01) 1.96 (0.0364) 1.36 (0.323) 9.9(0.11)
Hela miRNeasy 11 34.07 (5.40) 2.08 (0.00874) 1.97 (0.389) 9.9 (0.11)
ZR-754 TRIzol 4 23.52 (1.39) 1.84 (0.0432) 0.815 (0.0759) 9.8 (0.075)
ZR751 mirVana 4 16.92 (5.84) 2.01 (0.0356) 1.28 (0.361) 9.1(0.17)
ZR-75- miRNeasy 4 18.37 (1.93) 2.05 (0.0311) 1.87 (0.337) 9.8 (0.050)

FA=F7E#TT miRNA 411k, QIAGEN Y miRNeasy Ak RFEH &, 15312 260/230 thiE QIAGEN BZE T HM A%, 260/230 HfET S L
HTHERE, —MiIAKD 260/230 % 1.7 I FREHENKRBSLRD, MEEHTWEEEM, R85 QIAGEN #97= R BUAT X FEMNER,

0y TRIzol mirVana © miRNeasy
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B 1. F A=A miRNA, B EIA miRNA #TIREEE DT, BER Hela M8, AER 751 R, mRNeasy EEMRIF, BB FHBED
(OD230 fyfER/ )

B E BB SRR : Robert A Ach*, Hui Wang and Bo Curry. (2008) Measuring microRNAs: Comparisons of microarray and quantitative PCR measurements,
and of different total RNA prep methods. BMC Biotechnology. 8, 69.

MicroRNA concentration (pg/pl)
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30 I 2. xftt 3 ME AR FIE ( QIAGEN, Ambion, Norgen ) A 200 pl 5% 2B miRNA f93%
20 R, JUER QIAGEN fh-E&e (HLixA~8, QIAGEN 23 50 pg/pl, Ambion 2924
10 I 30 pg/plo
. . . VAL BB STERIE: Yu Li, Kris V. Kowdley. (2012) Method for microRNA isolation from clinical
QIAGEN Ambion Norgen serum samples. Anal Biochem. 431(1), 69-75,
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Commercial Kit

3. #| A Bioanalyzer AT M EA AR I R LI FIZ LT miRNA B3R, A, - C RRTZDMEFEM Tml MBEHLELEE miRNA A KE K RIN {&;
A. BI{E A2 QIAGEN 89 miRNeasy Serum/Plasma Kit; B. {2 mirVana microRNA Isolation Kit; C. El{# F 2 QIAGEN £ QlAamp Circulating
Nucleic Acid Kit; D. IREBE R, MEH=RIMTEELH ., LRKH QIAGEN BIFFM M2 F 41k miRNA #7= 2 A KT Ambion B mirVana i%#1,

3 #k ¥ iB: Page K, Guttery DS, Zahra N, Primrose L, Elshaw SR, et al. (2013) Influence of Plasma Processing on Recovery and Analysis of Circulating.
Nucleic Acids. PLoS ONE 8(10): e77963. doi:10.1371

F TRizol &i{k miRNA, #Z#) miRNA X EFE A KU |

EIREREAFEAT Invitrogen FAEHT TRIzol X F, EHERZER Narry Kim #E 7 — 5 Molecular Cell #iFI3cE, B Hith]
JEEEWT S microRNA ( miRNA ) TR AT, FrA A Invitrogen S i#AT TRIzol iR IS 3455 GC & 8H miRNA s{ A 4
9 miRNA =g EFEMHEL, MNSBURBHIRER.

X EH5B: Refraction Notice to: Cell Adhesion-Dependent Control of MicroRNA Decay .,

FEXE 2011 F£A2FT {Molecular Cell) ZEELHXEDH, HRARIR, —BEMBEHMERE, KL miRNA TLEER,
miR-141,miR-200a,miR-21,miR-29b,miR-34a,miR-301a WIF 7 iX—#H1#], £ RNA Measurement 1371 FAIZ Invitrogen
s AR A TRIZol IXF o

SR, ERER, 1R <BTER TRIzol X7, K GC & EA miRNA (miR-141. miR-29b. miR-21. miR-106b.
miR-15a. miR-34a) 7 #AFEMEBEEMEL, MTISERAMLLRER, MAZZ L “—BMEMMMHEE, ¥
e miRNA RIEFERE,”

WM EABFRIE: £9iE
www.ebiotrade.com/newsf/2012-7/2012716104443888.htm
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miRNA ¥ 3R B E £ 51

& miRNA yFRIX T, BRIRAEENERMITE: MEZXNEINE SREEMELE, SYBR® Green JIAT X KET
LR EFIFEAR, E—K cDNA GBI XN Z T miRNA, itk miRNA, miRNA AR HAIE4RE0 RNA, o] USRS
TR ME AR A 3" i L UIAY miRNA FRA91E,

miRNA i##53® —— miScript Il RT Kit

o EHFMMYEEE buffer. HiFlex buffer. HiSpec buffer

® HiFlex buffer 5’8 miRNA B #fR. miRNA gk, HAIEZREBAI RNA. mRNA ER #3554 cDNA
® HiSpec buffer R &% miRNA AL ZA ATl 5%

o HXX DNA =¥ BT 10 £X T ka9 PCR

o HRMBERNARE, RBEE2SEME

miRNA SYBR Green %430

miScript Primer Assay & Precursor Assay —— R #% miRNA 1574k miRNA E £ 4il514

QuantiTect® Primer Assay —— $EiREEEE4 54
BEAN, KR, NFRHEEE PCR A SYBR Green 5147, Tt miRNA SLARE F FRILKFEHEM

miScript SYBR Green PCR Kit —— miRNA E & PCR # il 31

miScript Plant RT Kit
TR EF 3 i B EAL (2-O-Me) £ 1 &9 miRNA 3% 4% R B8 5 cDNA, 3 5] IUF| F3 SYBR Green 3% 255 & 353t X 164
miRNA. piRNA #1746, B8 QIAGEN 124491 Y) miRNA EE5|%), £HLTRLRIIE, WR™E, £RTHE, I

MAKHE. EX. K= BESFYF miRNA #7047, WiDijia www.giagen.com/cn/shop/per/realtime-per-enzymes-and-
kits/miscript-plant-mirna-solutions, 7 ## miScript Plant RT Kit B 15 5.,

miScript Single Cell gPCR Kit

BRI B RH mRNA B TR EERN . LHERTREER, BAMBAESINEHER.
BT EREERN LRSI miRNA

o BRMAFR, EBMMHEM, DNA BHS mRNA Fi #EF—1i&

o —RRR, PrE miRNA B3R cDNA FHEEITRY 15

® T4 4 miScript Primer Assay 5 miScript miRNA PCR Array, SCEL XS 8 408 P45 E miRNA, &K/ BEEE M
miRNA, = miRNome B BFRIEDHT
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@ Normalized to GAPDH Normalized to snUé

miRNA-132 fold change (normalized to GAPDH) miRNA-132 fold change (normalized to snU6)
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4. XEXLLT 2 MITETTER D BN AABTE hCC MARE RS8R mir-132 MRIA T, DAAT gapdh 7 u6 KMAS, EMERERMITERE
BENZR, FEEXETRER, BERARMAEERLNEELRERENER, BR oligo dT WTEETAME, ZINEHNTFE—1 mRNA #pHFE—
MERUNIIASY, RENKREER—MERPRULD mRNA, SBEELZDTICIMER—EHTRER, YRASSIEIMZMEETI. HINEHR
ERREARRTSE B 3’ 3589 miRNA B R0,

L E##E XAk KIR: Stephanie D. Fiedler, Martha Z. Carletti, Lane K. Christenson. (2010) Quantitative RT-PCR Methods for Mature microRNA Expression
Analysis. Methods in Molecular Biology. 630, 49-64.,

miScript miRNA PCR Arrays: £ iFiE £ 4 miRNA fyRix

Assay: BS54, AL MR, KR, BFETHRL ML miRNA BIHES1Y, S55I10EHILTEIRREIE.
HEMMRHEEFRS .

Array: 5 —MBEEESEREXAZ D mRNA 894 US| H B EE) 96 L4k /384 #L#Rk /100 FLER £, TTASCELNS 1 4
HATHZ A miRNA #HITRNFE, FROMETEAE, NRIUAR. RREBEMREE, 2AWAKZE.: Pathwayfocus
PCR Arrays #1 Pathway-focus HC PCR Arrays,

Pathway-focus PCR Arrays: —MEAT N 84 4 miRNA+12 PMXHEB, = @B = 22 MESEIE.

BXERH PR WA R AR
Apoptosis BT Liver miFinder FAERIE
Brain Cancer o2 miFinder miRNA X
Breast Cancer FLARFE Cancer Stem Cells FRIE T4
Cancer PathwayFinder EREXNE Fibrosis FHL
Cardiovascular Disease LM EER Neurological Development & Disease MAERBNER
Cell Differentiation & Development WS RKE Ovarian Cancer R ELRE
Diabetes YIRS Prostate Cancer RIS R RE
Immunopathology GREIRIEFE Serum & Plasma I EFN M 2%
Inflammatory Response & Autoimmunity RENEHMBEREE T-Cell & B-Cell Activation T 4AREF0 B 4BARSETL
Hypoxia Signal pathway REFSIBES Stem cell T4mAE

Pain Neuropathic and Inflammatory KR MMERAE Tumor Suppressor fi B
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Pathway-focus HC: —/MEARTT UG 372 4 miRNA+12 N3FER,

BXAR P EFR BXAR PXER
Cancer PathwayFinder 384HC JEERIE miFinder 384HC miRNA &I #&
Liver miFinder 384HC PRI E Serum & Plasma 384HC MiEF0 M3

miRBase Profiler; Bx 7 BEREREM array, FATRRHE I Z M F0EHFT miRBase H/2 miRNA £ PCR array, BFEA . /MR
RER. ¥, BT, Y4 384 FLIRINER PCR array MMAE . KFEEREXKM 96 FLRMHEH PCR array,

® © ©
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5. E A. £ QIAGEN Ry M7E M 3 5 249 miRNA PCR array TRIELEH 9 MERSFRENSFRERREZFE AL microRNA 2 mir-10b, mir92a %,
B. ZE G. X THE A. ZERMWIE, XXL miRNA BT HESMEN, 87 20 RATRFRE, T4 XETEHNRE, TEMAER 20X, MEANFSE
MTBE, XL miRNA RIAEHERZ TH, #5 4 RN TEHFREMNEXLE miRNA FREAEHERRRE . 1% FXL miRNA 2IEEFH biomarker,

I\ & % #8 3C @K K iB: Moon-Suhn Ryu, Bobbi Langkamp-Henken, Shou-Mei Chang, Meena N. Shankar, and Robert J. Cousins. (2011) Genomic analysis,

cytokine expression, and microRNA pro_ling reveal biomarkers of human dietary zinc depletion and homeostasis. Proc Natl Acad Sci. 27, 108(52).
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miRNA e %

QIAGEN A 5] B Al 12 #: = 1 miRNA T R T 88 X 7. 42 L4 Mimics, #H1 5 Inhibitors, X % 38 5 4R 37 ¥ miScript Target
Protectors, Mimics F Inhibitors T #4172 ™40 H9 miRNA B9IhEE LIS T 5. M miScript Target Protectors M T] PAff 35 B2 /N EE B
A 545 E miRNA B9ThEE D7,

@  miScript mRNA Mimic miScript miRNA Inhibitor © miScript Target Protector
Target miRNA or mimic Target S— N Target I—INTY
mRNA A o mRNA A 75K inhibitor mRNA A X farget protector
/ L / ) / ) 6. miScript miRNA Mimics, miScript miRNA Inhibitors 1 miScript
.rrnoergleA' B T,:.{Ea B "‘i‘-‘ m{ﬁi B Target Protectors i 1 A #l 2, A. miRNAs or miScript miRNA
y: o i R ¥ Y —— . 4 / T e 4 Mimics bind to their target mRNAs, causing downregulation of
Target Target Target expression of all the targets. B. miScript miRNA Inhibitors bind to
PRNE ¥ mRNA € 4 mRNA C ¥ the miRNA of inferest, resulting in the expression of all gene targets
of the miRNA. C. In contrast, miScript Target Protectors bind to a
4 Target protein expressed specific miRNA binding site, resulting in expression of that miRNA
 Torget protein not expressed target only, while all other targets remain downregulated.
7. £E: FIF QIAGEN f mimics #TIRER S, BEEIA
® i 2 reparer vy Western blot B mimics MUBAIMA, BARHEEROILERS N TR, 3
luminescence B4 e BE mimics M RIEFRE. AE: western E£R, o UFEMA
ol T T ]anr:;\c/)\l‘em TMP1 NC  NC KD KD mimics f&, EAKFEHEEREIRT . A inhibitor FFRiA & Xk
& T T . 20 nM let7F let7f - MI - IN g7,
B 30 nM let7F i
60 B 40 nM let7f Bactin - |‘- B -d W E BB 3CERIE: Virginia Egea, Stefan Zahler, Nicole Rieth,
40 axin 2 - e Peter Neth, Tanja Popp, Kai Kehe. (2011) Tissue inhibitor of
0 - metalloproteinase-1 (TIMP-1) regulates mesenchymal stem cells
o [0 [ 4 [ 56 [ 92 through let-7f microRNA and Wnt/ B catenin signaling. PNAS.
‘ Basal +Wni3a Densitometric units (%) vol. 109, E309-E316

BER&RS=Z

I #A Jo Vandesompele ##% (Center for Medical Genetics at Ghent University) 5 QIAGEN #4741, 5 h# A QIAGEN #9 miScript RFIFF R = @17 T miRNA TR ;
Vandesompele #IF/EREZMBEREME, Za—EHFEH LASH miRNA =REHS5ZXREZFHZT,

Jo M EIBAI#FT T 5 L A S = RAIELE, ZRE QIAGEN £ miScript /= R&RMATFREHMTE~RNBEATR, EEENE Jo MNXERELFEMITAZE
1 QIAGEN §97= @347 miRNA #53, QIAGEN F97= @365 B Vandesompele 215 % H BA7E & F R IE BB IRC M 5 B THT 520

HAELER. TEEME/ MK

miRNA &kt # & . miRNeasy Serum/Plasma Kit

miScript miRNA PCR Array %! . miRNome Arrays V 18.0 B &l #A R

BEMERALARA™RA: TagMan Tilda Cards including preamplification, %24 Fid ABI # single assay

E(FEIMEFTEENE RSENREAR, 5MTEEXN QIAGEN RAIEF M1 EiEf. QIAGEN RFIEFMFIEEIgR ™
7& www.giagen.com T#, [a QIAGEN ARSI Y AL 5B B

Trademarks: QIAGEN®, Sample to Insight®, Allprep®, HiPerFect®, miScript®, QuantiTect®, RNAprotect® (QIAGEN Group); SYBR® (Molecular Probes, Inc.); PAXgene® (PreAnalytiX GmbH).
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