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FFPE #B#&1 > 7 JUR RT? PreAMP & 25 /s 9
RT? Profiler PCR Array 57— % 2477 10
QIAGEN® RNeasy® Kits 11
BTV QIAGEN E& 12
RNA 2E 1t QIAGEN # 13
RT? Profiler PCR Array &7 2534 K 14
TL—t
U751 L PCRKE T7#—=3vY b
QIAGEN Rotor-Gene ™ Q. Rotor-Gene 6000 R
Applied Biosystems®  ABI™ 5700, 7000. 7300 A
(ABI) ABI 7500 Standard. ViA® 7 (96-well block) A
ABI 7500 FAST. ViiA 7 FAST (96-well Block) C
ABI 7900HT Standard  (96-well Block) . 7700 A
AB| 7900HT FAST (96-well Block) C
ABI 7900HT. ViiA 7 (384-well Block) E
AB| StepOnePlus ™ C
Bio-Rad® iCycler. iQ5. MyiQ. MyiQ2. Chromo4 A
CFX96. Opticon 2 D
CFX384 E
Stratagene® Mx3000P. Mx3005P A
Mx4000 D
Roche® LightCycler® 480 (96-well Block) F
LightCycler 480 (384-well Block) G
Eppendorf® Mastercycler® ep realplex 2/2S. 4/4S A
TaKaRa TP-800 A
Fluidigm ™ BioMark H
RT? Profiler PCR Array {15 Cat. no.
RT? First Strand Kit 12 samples 330401
RT? Profiler PCR Arrays AV 2 ¥ — IV R Cat. no.
RT? SYBR® Green 2 arrays (96-well) 330520
ROX™ qPCR Mastermix 12 arrays (96-well) 330522
24 arrays (96-well) 330523
4 arrays (384-well) 330521
RT? SYBR Green 2 arrays (96-well) 330510
Fluor gPCR Mastermix 12 arrays (96-well) 330512
24 arrays (96-well) 330513
4 arrays (384-well) 330511
RT? SYBR Green qPCR 2 arrays (96-well) 330500
Mastermix 12 arrays (96-well) 330502
24 arrays (96-well) 330503
4 arrays (384-well) 330501

RT? Profiler PCR Arrays : PCR Array
—hgFAZ A Cat. no.*
Angiogenesis PAXX-024Y
Apoptosis PAXX-012Y
Autophagy PAXX-084Y
Breast Cancer and Estrogen PAXX-005Y
Receptor Signaling

Cancer PathwayFinder PAXX-033Y
Cell Cycle PAXX-020Y
Chemokines and Receptors PAXX-022Y
Diabetes PAXX-023Y
DNA Damage Signaling PAXX-029Y
Pathway

Drug Metabolism PAXX-002Y
EGF/PDGF Signaling PAXX-040Y
Pathway

Embryonic Stem Cells PAXX-081Y
Endothelial Cell Biology PAXX-015Y
Epigenetic Chromatin PAXX-085Y
Modification Enzymes

Epithelial to Mesenchymal PAXX-090Y
Transition

Extracellular Matrix and PAXX-013Y
Adhesion Molecules

GPCR Signaling Pathway PAXX-071Y
Growth Factors PAXX-041Y
Heat Shock Proteins PAXX-076Y
Hedgehog Signaling PAXX-078Y
Pathway

Hematopoietic Stem Cells & PAXX-054Y
Hematopoesis

Hepatoxicity PAXX-093Y
Hypoxia Signaling Pathway PAXX-032Y
Inflammatory Cytokines and PAXX-011Y
Receptors

Innate and Adaptive PAXX-052Y
Immune Response

Interferon a,p Response PAXX-016Y
JAK/STAT Signaling PAXX-039Y
Pathway

MAP Kinase Signaling PAXX-061Y
Pathway

Mitochondrial Energy PAXX-008Y
Metabolism

Nephrotoxicity PAXX-094Y
NF«B Signaling Pathway PAXX-025Y
Oxidative Stress and PAXX-065Y
Antioxidant Defense

p53 Signaling Pathway PAXX-027Y
WNT Signaling Pathway PAXX-043Y
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cDNA &R (RTC). U7ILEZ A LPCREZE (PPC) ZEZ5—LFY,
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* Arikawa, E., et al. (2008) Cross-platform comparison of SYBR Green realtime PCR with TagMan PCR, microarrays and other gene expression measurement technologies evaluated
in the MicroArray Quality Control (MAQC) study. BMC Genomics 9, 378.

" Chen, A., et al. (2009) Endothelial cell migration and vascular endothelial growth factor expression are the result of loss of breast fissue polarity. Cancer Research 69, 6721.
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RT? Profiler PCR Array & 25 Ls

RT? Profiler PCR Array & X 7 L(D;ER
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RNA source

B7. M EBALEY/ L DNA D%

A O © O

Average C; (RTC-PPC)

2

0 : .

None Mg?* TRIzol®
Addition / treatment

HEK 293T#ERE. v R EBEEM. V7 ABMAE. >V MERZH S RNA ZHH L7z, RT® First Strand Kit (D gDNA
Elimination Buffer IC&20BHEL CEF) F/-I3NIBEHEY (BF) (THBLVT RT? Profiler PCR Arrays [CTHE LTz,

O EEERGICHITIEENENOE=SY Y

Human universal RNA ICYV T %20 LEZFMUTRNADBRE I 1L — M HD03 TRIzol EEEEFML CEREEZ
EYTEBAMEL T I 2L — kL7, RT? First Strand Kit & cDNA &RICER L1z,

Custom RT” Profiler PCR Array : 7L — 74—V I

ITQ T"TmoOO @ > IQTmMOUO ® > IQ "TmoUOO ®@ > IQ "TmoOO @ >

IQ@QTmMmMOUO ® >

96-well format 384-well format

1234567 89101112

12 genes - 8 samples/plate 16 genes - 24 sample/plate
1234567 89101112

24 genes - 4 samples/plate 32 genes - 12 sample/plate
1 23456789101112

32 genes - 3 samples/plate 48 genes - 8 samples/plate
123456789101112

48 genes - 2 samples/plate 96 genes - 4 sample/plate
123456789101112 LAiARary s na e m
96 genes - 1 sample/plate 384 genes - 1 sample/plate
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Custom RT? Profiler PCR Array |3B = DIAFT
REICBILIEEBGFRTOT 74 v T%/\
A Z2N—=TY NEBRTERLEY, b ¥
DAY N THTTFIL 30T 3 VNI
AT ) LRDEGFNOERVNLETE
¥ (RS 384 BEDEGRFICHID) . HEL
DMARBLNNAAT—N—DER. Y10
O7LA - 740=7v 7, BIZE BROF
MERER. ST T IREX N ZXLDENICEE
HDTLVTE. Custom RT? Profiler PCR Array
ISEREGFDOERBEHZATREICLET,

Custom RT Profiler PCR Arrays (D

Bt

m f4AE : Custom RT? Profiler PCR Array (D&
YA —EOBREBERE/NTA - —%&
BWCTTFHa1rEh, DTV MRUFT
HEREBAITEONTNET. ZOER.
YO TINHRDEGFIIENWESHETH
RMECRA N, EELSNET,

m @5t Custom RT? Profiler PCR Array (3.
RFGH > TIVAO— BT — BT
ISR RSBV VT —V Y bTRML
Th&EY,

B FRERE: SBHROETRFIRMEIR
HWeWTH 5K 4 BEE(IC custom
RT2 Profiler PCR Array Z&BEIF =L E T,
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YL TTF—%70OY bUiz (P<0.05 t1&E). BNTLIF 1 DOBEGFERL. ENENOBI S TIIEEGCFEDY IR ARSI BSNT—

FICHEKTD %

96-well plate " & /=13 100-well disc custom RT? Profiler PCR Arrays

7A4—=3v b

7L &)

8EEF. 12T/ TL—h
12 8EF. 89T/ TL—hk
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32EEF. 3V TN TL—k
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96 EEF. 1 T/ TL—hk

27—k

12
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EMER 12 7 LA

384-well custom RT? Profiler PCR Arrays

7A=Y b

7L1E (&)
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16 &EF. 24T/ TL—

24 BEF. 16TV TL— b
32@EF. 120 2TI/TL—hk
48 T, 8T/ TL—b
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96 EIEF. 4TI/ TL—h
128 &EF. 3H T/ TL—h
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Modified RT? Profiler PCR Arrays

7L &)

% O RT? Profiler PCR Arrays 2
4 BEFFITEM (96-well. 100-well disc)

415 02 RT? Profiler PCR Arrays (=
4 EEFETEM (384-well)

24

Activated

Repressed

Custom RT? Profiler PCR Array :
Rotor-Gene Q format

100-well disc format

12 genes - 8 sample/plate

A )

96 genes - 1 sample/plate

RT? Profiler PCR Array

= ar Cat. no.
RT? PreAMP cDNA 12827 330451
Synthesis Kit

RT? PreAMP Pathway 124271 330241

Primer Mixes
(pathway focused)

*

.

96 x 96 Fluidigm BioMark 77—~V b TH AFHJ#E,
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Chahrour, M., et al. (2008) MeCP2, A key contributor to neurological disease, activates and represses transcription. Science 320, 1224.
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[ 10. RT? Profiler PCR Array 3434 1 ng D RNA % i%iH
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Cytokines and Receptors RT Profiler PCR Array (PAHS-011)
ZRT, RT? PreAMP 225 L (9 R—IBMR) THA)
BIEHY . FIISELUTHEALI, SRNABICHL TR
HAREBIEFON—tE T — % E L. /XX TA
RN PreAMP 72/ O2—IZ&KY 1 ng RNATH+5
TS,

Z < DMFEEB N RT? Profiler PCR Arrays IEFEESTT. /SR T AHE
RSB F DRIBBETICER L TUVET . RT? gPCR Primer Assay 71
DI L MEOOY FO—=)W/SRIL, BREEETOERS
JUOREIY PA-LTORIBEDNK DONDT 775 —Ic k.
#2341 RT2 Profiler PCR Array DE#i L /o MBEE EREMA RIBSNTIVE
9, & RT? Profiler PCR Array 308 T RT? gPCR Primer Assay (314
BEZMREILY DICOICHEZRINTIRIIS N, ZZICEH I DL DOD
DMEEEN IS NE LTz,

FRFE L5 B

RT? Profiler PCR Array h—% )L 25 L CHME RNA Y > TV & ER
TDHZEILKY, TSAT—FAT—PRIEYDIEN VTV R
ELoNET, MEDTSAV—THAVA7ILT) ZLIE. 10 E5E
HBADENZEIVBINT A XA MBI T 7EHEH
RAATNET, Efee DIy MUFIZEDREEEI2TOU T7ILE A
IsgPCR 7V EA N BENEBEGFORREERICRMLTNDENDHE
MEHEBITLET, #4F 20,000 B2 DETFHFERNL RT® gPCR
Primer Assays ZE%5t L. BHERICHEL CTIFALVETWHET,

BWBREELBLEWI AT IvoLIY

INZ TAHFRMZE RT® Profiler PCR Array Z R\ \=f2H Cld. 1@F
EBLUIEGFLRERBISISNCEGTFEEHROERETAESND
EWSFIEM B F9 . RT? Profiler PCR Array h—% )L 25 LTI
25 ng~5 pg M RNA Tld 85%%#B% % positive call . F/=. RT?
PreAMP 227 L (9 R—IBH) ZRVTHAERLICHT N 1 ng
D RNA T3 >90% % % D positive call i’"EonE L1z, EELANIL
ICREBT DN\ AT IARENBEGCF/ IV EKR2EY T IVETHR
TDIC I TIVY A LPCRIZED 8log DIALVEIEEEZRIEL 9,
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11. RT? Profiler PCR Arrays |35 0 EIEEEE T RNA 1R
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FFPE 4> 7' JUF RT? PreAMP < 25 In

FFPE 4 > 7L h S DB {5 F R IRERAT

FFPE + > 7 ILD qRT-PCR @ #fi & [EHEICKRIR T DEHBHIB R T, RT? PreAMP 727/ 02 —(3 multiplex tandem PCR
ZRNAL. BCTFRHENG DNAZRNBRO/NA T IATHEH D TBIEL Y, &F U M. FFPE S JILHRDRI A1
TNz b—%ILRNA 'SD—ZK$H cDNA ZHiE D THEIRL TH'S RT? Profiler PCR Arrays % U\ /o BE FRIRRTIC

ERLET,

BELGRNAREBENS D1 T4 T/ BROBAEDEICEIY. &
AKED RNA A EURE N E 9, RT Profiler PCR Arrays | FFPE t > 7)L
NOEMFEML/NID T A HDNIEFICEET DETFOREIREN
ZBHENOSIMERETESICITENE T,

FFPE 4> 7 JUF RT? PreAMP & 2 5 LDFI S

B REDDOMER : RNeasy FFPE Mini Kit [Z&2 FFPE TS0
SRETCSINED h—% )L RNA

B HBERBE R’ PreAMP 7’0 M O—JUICE D FFPE S IO S RE
qRT-PCR 1&HH
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RT? PreAMP (D14 AE
m FFPE > T ILH 5D positive call rate A&

B DIEIRBELGL S S N B m TS
B SN L 7= cDNA D/ NA 7 2D IR
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X
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W * e > >
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PreAMP AAC,

12. RT® PreAMP & 2 5 L\ THRAIEIEL /= FFPE 4> 7
JWEEREIBEBLTOWEWS Y TILT, BEFRED fold
change IS0 \VIERI M

FFPE FRREAE S L URGHEBA S RNA ZHIH L. FRIEE
RHUEDOBEICT DNAICEHB Lz, 2TD 4 D cDNA
%FL\T Human Cancer PathwayFinder RT? Profiler PCR
Array TEEITL 7o, 18IRL TR RS JOBHER#Y >
TIWAITTTO C; B 33 RBDEEFIC DT AAC ED
tegERLI,

B4 13. FFPEE#@Y > TSt L7 RNA T, LRIRE
L CHIBT S N/BEFE RT? PreAMP TERISIREZICE
DEEFREOBEL A TEE

RNA % FFPE BB B FE@E > )L (E ~) Ao HEE %,
cDNA \DFEERI5%E RT? PreAMP X7 L&RINT (B
BIBIEDH Y MBDEITST). HDU\I PreAMP X T
LERWTIC (ERBEAL SBEDEIST) 75Dl
Human Cancer PathwayFinder RT2 Profiler PCR Array (D#55R .
FRIHERBRLTLANNEERTD 55%H' 10 ~ 30 D C; ED
HETIIRHTELN DIz, GEN30ZBADEGTE
RT? PreAMP > 27 s & FB U\ CRAIEIE LIRS, W ATsE
758E (Cr=10~30) IZ27 hUTs,

RmB Cat. no.
RT? PreAMP cDNA Synthesis Kit 330451
RT? PreAMP Pathway Primer Mixes for all RT? Profiler PCR Arrays 330241
RT? PreAMP Primer Mixes for custom RT? Profiler PCR Arrays 330141
RT? Profiler PCR Arrays Varies
RT? SYBR Green qPCR Mastermixes Varies
RNeasy FFPE Kit (50) 73504
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RT? Profiler PCR Array &— % 217

) T 7 L D#EF RT? Profiler PCR Array — %8RV 7 DT 7

DI T7EDV T NTITFERBINT. RT2 Profiler PCR Array IC&DTEONZ G EDET—F 1D AAC; X— 2D fold-
change N'BEFEENE T, 7LADHYOATESEANTDE. BRMECTF I MIEBMENET, TR T
DOBFTF—FZITRES. AFvyy—"7OY b RIVr—/T70OY N I9Z25—=05L70Y b VILFII—T
70Ov MESNET, BHT foldchange WiRETZMICEREBMEZEED. replicate DRERZEB TDLLE DT IL—TD
ECAEUNTCHBRIDIEETEEY, VI TEDOR—ZILTA MDY T NI T T7ERBINTY / L DNA! FEERIEM
. positive PCR A2 NA—=ILT LU DT EHBRITT DT ENTEF T, RT? Profiler PCR Array 25 /s & RT? Profiler
PCR Array Data Analysis Suite ZF0\T. /XD T A ICHFENGEGFORREN 2 0EN DBEBICITEAIT,

B R P YETYTO— RLTIASA—Y—ERET BT *

B BTN ITDIT O RHEDNNIA A N=ILHRE

B AR TOES : Excel® 771 )LdH2D 0\ png BiE T 71 ILE L TIY RAR— MhajkE
* Excel ERDT—Y8BMAT > TL— MR D T TH A MO AFATHE,

BHiE

1. Excel 77 AINITF—5%&AD

2. NDRF—EVIEGTERBREERTE

3. BEINICERENIT—IBITEREZES

B J)O-ROYUTIVTF—Fty NCTITHERWEITET
www.SABiosciences.com/pcrarraydataanalysis.php

B JIEJ— “PCR Array Data Analysis Tutorial” AATTDH A N TFESINTET :

www.SABiosciences.com/seminarlist.php

14. BEFREZCORANEERERIANVIT—/ T
awv b
X 8 (2 13 log2 O fold-difference & 70w ~ L. Y &I
replicate TSNz CHED t&EICE DV p fEETOY
i R ' Mllco JL—DBBONIHDEEFTDT VRILIEZ
e Frusy—T7Ov NEBELEKERD (RIE7Y7LFa
L—bhENEEGFTRITIDOVLFIL— bSNER
F)o RILT—/TOY RTHEELW EIZHD D VRIVIE.
fold-differences 7', 272 < & £ EE L /- BME L LENRETHY
= i ICBECHDIEEBBICRLTNS,
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QIAGEN RNeasy Kits

RNeasy Kits & (${a]h* ?

RNeasy Kits IIEEEEADT Y/ AS—%#FMAL T, ENDBEBICSHRE RNA ZRBRLFT, S0 Agilent® RIN (RNA
integrity number) BZF D4 2452 MERNADBRMEDHDNETHE SN, UTIVIALRTPCRIEEDT IV M) —
I 7TV —2 3 TREBEDSVVERNEONE T, MM, BRIBSSCEEAF Y M3 T3a< i
CRERGER. FRIRS|. REREEDBRI/RE LY > TIVICBBLTEERADF Y baSEITLTNET,

% RNeasy Kits ZERT 25D H ? YT

RNA RBHORICEZEL I EIERNADREBZMEIFL. REMZRETETDHEZRANDILET SR AT A L
o RNANDRY D EEGCTREBRTOEEENMETL. FABRUALRNARIZOV Y IA TZ/—VOEmM
BEITDEUTIVIALRTIPCROVA VAT LABRBEEDT IV RAN)—L - PT)o—

3V TCBERICEZREL £, RNeasy Kits [JFFFREBER/ Ny T 7= DTV - X TL %L RNA %

RNeasy x> T L~

ICHEE

DT/ A0—ICEU INSDBEZRRLTNET,

RNeasy Kit (ZIEDKDICERT BN ?
HERTTNEESTIT O VBESURR/INY J7—CRARBLEY, J7 2 1813 RNase

qaﬁ@«—) @l <} il — et

i
ZZMLUTRNADDEEINZ FT, ZD% RNA [E RNeasy RE> NS LHDNE RNeasy 96
plate DT TIVHRDL ) BTN AT NHRNISHEE LT, ZOMOMAIRS % —EDH
BAB/NY T 7 —THERAITRNRLIE. MEDOSVM 25T M7 RNA %Z RNase 7)) —KT
AHLET, SETHR
ENfEFRTAEZR RNA
(A (B
20 400
4628.7 nt 300
2 10 2 200
o
100
0+ 0l
0 min 10 min o ‘1/00 ‘)00 \000 (1900 »(QQQ
15. 1252 MERNA
RNeasy Mini Kit ZF3 (T Jurkat #2505 RNA ZHER L 7o, FEE L 7= RNA % Y QlAxcel ™ system (28S & 18S rRNA (DLt
:1.55) 5L [ Agilent 2100 Bioanalyzer (285 & 18S rRNA DL :1.7) TR L. 9.6 VDS \RIN EAE SN,
RNADFERICA V50 b THDI &R LT,
A—F—A2TAA*A=2aY
®mB RE Cat. no.
RNeasy Mini Kit (50)* For purification of RNA from cells & easy-to-lyse tissues 74104
RNase-Free DNase Set (50) For DNase digestion RNA purification 79254
RNeasy Fibrous Tissue Mini Kit (50)* For purification of RNA from fiber-rich tissues 74704
RNeasy Plus Universal Mini Kit (50)* For purification of RNA from all tissue types 73404
RNeasy 96 Kit (12) For purification of RNA from cells in 96-well format 74182
QIAzol® Lysis Reagent (200 ml) For lysis of fatty and standard tissues before RNA isolation 79306

* QlAcube TEHENMEATAE, 5¥#HIE www.giagen.com/goto/QlAcube &SR,
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B2 7)VEEEEFH QIAGEN i

BUTIERBRER?

ERTUTIVENENICEELREDSFTAXTDIEE. EOXDBRNARBEIEICE ODTEHRBERETY . WHICEKY
YU TIVHDRNADSEBEL . REDSFTAE—2 I VICEUT U TIVREAET L TRD RNA BEIBBICTHEAE T,

400 1 | [ Tissuelyser LT [ Tissuelyser |||

300 1

200 A

100 A

RNA concentration [ng/pl]

o

Skin Heart Lung Brain

B 16. MRV R

Tissuelyser LT 3D\ Tissvelyser | ZBNNTHRAES Y b+
#B#8 % BiF% L 7= oRNeasy Fibrous Tissue MiniKit (52 8. /D i
fif) @2 \d RNeasy Lipid Tissue Mini Kit (B) ZRL\T
QlAcube ™ ETH )L 20 mg h'S RNA & HEIRERL 7=,
RNA 13 50 pl DKTERE L DHAARS TREZRE LT,

A—=HF—=A2TA A=Y

QIAGEN DY T IV 2 T L B EERT 200 ?
QIAGEN B EBRBIT T DAL IV RESFAE—2aVBDTY
/O2—CF MRE>Att—br2dERNDBEICKAEDSFTAXT
% QlAshredder ZEV AS Lh o, BEKEBY > 7L OB
BWBREREDSTAE—2a VKA BIAIN—TY NETHED
TissueRuptor & K U Tissvelyser AT LB ERLZBELDAHIFT,
TissueRuptor & K U Tissvelyser > 27 AT R CHERN L IFREER
L. B EABZRWIHBON D DRBAEICKDYU T,

QIAGEN D> T IV AERGDIER A D= X LI ?
QlAshredder 1. REV AT L - TA—7 Y NCEBRSD T ERT
BDI1Z—UIRRATLTY, #lAZ 1 t— h%& QlAshredder RE> 5
TLITToA%, RUVBEETESDTSAE—MNEREDFHFAZL
F9,

TissueRuptor |d. TissueRuptor Disposable Probe DA A EREELY D 2
CICKVBREREDFTAE—2a VZ2ARICITED/N\Y RNV RE
BTY, JO—TJET 1 RR—FTIVTEBRLOT, VORIAVH 2
DIRIMBNMRICINZ SN, B TIVOWRTOERZBHTEE
T TARR—HITNTO-T&FERIDIEICEY. EHFTILD
WHEICTO—T&%RTDBENLVD, BELEHNTEET,

Tissvelyser 3. 72X F VU F1—THTOMBRBE—XEDERE
BICEWU. HOTIVDOBBRERES A ZZBARICTEOE—X I
TY, BEDF1—T2RFCEDT7ITI—2ANDE. EHOY
TN EERFICHBRTEE T, Tissvelyser LT CIIES 120> 7L,
Tissuelyser I| TIE 48 H2 L\ 192 4> TILDIEBH EIEET T,

Hm& NE Cat. no.
QlAshredder (50) For homogenization of cell lysates 79654
TissueRuptor For disruption of individual samples 9001271
TissueRuptor Disposable Probes (25) Disposable probes for use with the TissueRuptor 990890
Tissuelyser LT For disruption of up to 12 samples 85600
Tissuelyser LT Adapter, 12-tube For purification of RNA from cells in 96-well format 69980
Tissuelyser Il For disruption of up to 48 or 192 samples 85300
Tissuelyser Adapter Set 2 x 24 Adaptor set for use with the Tissuelyser II; holds 48 tubes 69982
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RNA ZEEFH QIAGEN R

RNA DREEI? B,

EHY YT LORRERNAZBRICRREICA Y ST, RNALE B

RNase ICk UBBEN. FUTLORIBNCIUELDEETHRE & |

FEOIIULEIL -3 EB|ERISNET, MRNALALE  § 60

RET BLOICHIRNA EREICEENT B &3, BEFRRR £ |

2RISR S ORI EETT, H N

BT VBB RNA BRE TR OBICY Y TIUABRELENESIC 2

SEDUBIFNIEY E Ao RNADRE( I, BAZEHBL\ P v e e
KSATARTH Y TV EREART B EICLUBBERNET, A A S A

L. ZOESBMEDBIBNCIIBBIENET, g 19 | (S 5]
QIAGEN D RNA ZELRBELEFERTDION? g ==

QIAGEN (3#Ba. . MK, ERHPDRNA Z=ETCRELT B/ _ o
HOFELBREERBELTNET, YO TNERET2OICERT g

BRUBR D BRATERESD NI RS 7 REERTHIEN £ 001

TEZY, YU ERAERTEDZ LT TEGFERTOT 74 3

FREICRES N ZOERNABRICEI>TEETY Y AL ame. OO T o T T T
BET BT ENTETT, &SICRELRE RNA BEA QIAGEN 2T T T et Tt

w -+ 5 NIE 3 17. $hEML RNA RE 1L
FYMEAESNTEYIFRIERNTT, v hEM%E Allprotect Reagent (V& PBS FAIC 25T

2~ 24 BFBRE LB 7ILY A LRTPCRBITE1TED
feo B S MIBIBIED cfos RIREMA LI, T > b
BEHEE D Madh7 RIR &R LTc, BFERFTRELL
T OERE L NIVICH L CHENNGEE L NILESTEL
feo EEELANJLDZEALIT Allprotect Reagent |24 W Bl

A=F—A2TF A =23 Y i,
&R HNE Cat. no.
Allprotect Tissue Reagent (100 ml) For stabilization of RNA, DNA, & protein in tissues 76405
AllPrep® DNA/RNA Mini Kit (50) For simultaneous purification of DNA and RNA 80204
RNA/ater® RNA Stabilization Reagent (250 ml)  For stabilization of RNA in fissues 76106
RNeasy Protect Mini Kit (50) For stabilization of RNA in tissues and RNA purification 74124
RNAprotect® Cell Reagent (250 ml) For stabilization of RNA in cells 76526
RNAprotect Animal Blood Tubes (50 x 100 pl)  For collection of 100 pl animal blood with RNA 76544
stabilization

RNeasy Protect Animal Blood Kit (50) For purification of RNA from blood collected in 73224
RNAprotect Animal Blood Tubes

miRNeasy Protect Animal Blood Kit (50) For purification of RNA, including miRNA, from blood 217304

collected in RNAprotect Animal Blood Tubes

BHOA Y ABBEIUVHRKTEDOTREBICEAL TIE. & QIAGEN ®EMZEEEN Handbook 50 \d User Manual &< 72
Yo QIAGEN Fv ~®D Handbook &5 K U User Manual |& www.qiagen.co.jp IS AFAIEET T,

“RNAlater® is a trademark of AMBION, Inc., Austin, Texas and is covered by various U.S. and foreign patents.

Trademarks: QIAGEN®, QlAcube ™, QlAxcel ™, QlAzol®, AllPrep®, RNAprotect®, RNeasy®, Rotor-Gene ™, TissueRuptor ™ (QIAGEN Group); SYBR® (Molecular Probes, Inc.); Roche®, LightCycler®, TagMan® (Roche
Group); ABI™, Applied Biosystems®, ROX ™, ViiA®, StepOnePlus ™ (Ap§|era Corporation or its subsidiaries); Eppendorf®, Mastercycler® (Eppendorf AG); Stratagene® (Stratagene); BioRad® (BioRad Laboratories, Inc.);
Fluidigm ™ (Fluidigm Corp.); Agilent® (Agilent Technologies, Inc.); Excel® (Microsoft Corporation); Actos® (Takeda Pharmaceutical Company Limited); Avandia® (GlaxoSmithKline); Rezulin® (Parke-Davis Pharmaceuticals,
Ltd.).

AXICEHOSHESSUBEREIE. SHOBIRE/IIBE/ITTT. © 2011 QIAGEN, all rights reserved.
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RT? Profiler PCR Array 21 v 2 A R

www.SABiosciences.com/Arraylist.php

Cancer PathwayFinder

Cell Cycle

DNA Damage Signaling

Pathway

DNA Repair

Endothelial Cell Biology

Heat Shock Proteins

NF«B Signaling Pathway

Oxidative Stress and

Antioxidant Defense

p53 Signaling Pathway

PIBK-AKT Signaling

Pathway
Stress and Toxicity

PathwayFinder

TNF Ligand and Receptor

Tumor Suppressor Genes

Ubiquitination Pathway

Unfolded Protein Response

Breast Cancer and
Estrogen Receptor
Signaling

Cancer PathwayFinder

Cell Surface Markers

Dendritic and Antigen
Presenting Cell

Epigenetic Chromatin
Modification Enzymes

Epigenetic Chromatin
Remodeling Factors

Epithelial to esenchymal
Transition (EMT)

Extracellular Matrix and
Adhesion Molecules
Glucose Metabolism
Hematopoietic Stem Cells

and Hematopoiesis

Homeobox (HOX) Genes

Mesenchymal Stem Cell

Stem Cell

Tell and B-cell Activation

Th1-Th2-Th3

Breast Cancer and
Estrogen Receptor
Signaling

Cancer Drug Resistance

and Metabolism

Cancer PathwayFinder

Cell Cycle

DNA Damage Signaling
Pathway

EGF/PDGF Signaling
Pathway

Epithelial to Mesenchymal
Transition (EMT)

MAP Kinase Signaling
Pathway

p53 Signaling Pathway
PI3K-AKT Signaling

Pathway
Protein Phosphatases

TGF@ BMP Signaling

Pathway

Tumor Metastasis

Tumor Suppressor Genes

WNT Signaling Pathway

MmESEH PIRb—22Z NAFT—H— hh HaraEEA
@ & of
7 I
RT2 PrOﬁIer PCR Array %gl:ll_—ll:I U Z l\ Apoptosis Alzheimer's Disease Angiogenesis Apoptosis
HEOIBESICEAL T2 X—UFE
DI THA NETBL IS (N Autophagy Angiogenesis Apoptosis Autophagy

Cancer PathwayFinder

Cell Cycle

DNA Damage Signaling
Pathway

DNA Repair

Epithelial to senchymal
Transition (EMT)

MAP Kinase Signaling
Pathway

mTOR Signaling

Neurogenesis and Neural
Stem Cell

NF«B Signaling Pathway

p53 Signaling Pathway

PI3K-AKT Signaling
Pathway

Protein Phosphatases
Signal Transduction
PathwayFinder

Transcription Factors

Ubiquitination Pathway

1L RT Profiler PCR Array 7 — & @Y —)LIZBBL TIE 10 "=,

http://sabiosciences.com/pcrarraydataanalysis.php

www.SABiosciences.com
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#HENAY rUOR
/BB

R
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20 F UniE

i

FFiR

5%/
EMHEAENRE

&

Chemokines & Receptors

Common Cytokine

Inflammasomes

Inflammatory Cytokines
and Receptors

Inflammatory Response
and Autoimmunity

Interferon o, B Response

Interferon and Receptor

JAK/STAT Signaling
Pathway

NF«B Signaling Pathway

T Cell Anergy & Immune
Tolerance

T<ell and B-cell Activation

TGFB BMP Signaling
Pathway

Th17 for Autoimmunity

and Inflammation

Th1-Th2-Th3

TNF Ligand and Receptor

Toll-Like Receptor
Signaling Pathway

Tumor Necrosis Factor
(TNF) Ligand and Receptor

Angiogenic Growth
Factors & Angiogenesis
Inhibitors

Atherosclerosis

Chemokines and
Receptors

Common Cytokine

Embryonic Stem Cells

Endothelial Cell Biology

Extracellular Matrix and

Adhesion Molecules

Glycosylation

MAP Kinase Signaling

Pathway

Mesenchymal Stem Cell

NF«B Signaling Pathway

Osteogenesis

TGFB BMP Signaling

Pathway

TNF Ligand and Receptor

Tumor Metastasis

VEGF Signaling

Wound Healing

Alzheimer's Disease

Apoptosis

Autophagy

Drug Transporters

Embryonic Stem Cells

GPCR Signaling
PathwayFinder

Heat Shock Proteins

Hedgehog Signaling
Pathway

Huntington's Disease

Hypoxia Signaling
Pathway

Mesenchymal Stem Cell

Neurogenesis and Neural
Stem Cell

Neuroscience lon
Channels and
Transporters

Neurotransmitter
Receptors and Regulators

Neurotrophin and
Receptors

Nitric Oxide Signaling
Pathway

Notch Signaling Pathway

cAMP/Ca®* Signaling
PathwayFinder

EGF/PDGF Signaling
Pathway

G Protein Coupled
Receptors

GPCR Signaling
PathwayFinder

Heat Shock Proteins

Hedgehog Signaling
Pathway

Insulin Signaling Pathway

JAK/STAT Signaling
Pathway

MAP Kinase Signaling
Pathway

mTOR Signaling

NF«B Signaling Pathway

Nuclear Receptors and
Coregulators

PI3K-AKT Signaling
Pathway

Signal Transduction
PathwayFinder

TGFB BMP Signaling
Pathway

Transcription Factors

WNT Signaling Pathway

Adipogenesis

Dendritic and Antigen
Presenting Cell

Embryonic Stem Cells

Hedgehog Signaling
Pathway

Hematopoietic Stem Cells
and Hematopoiesis

Homeobox (HOX) Genes

Lipoprotein Signaling and
Cholesterol Metabolism

Mesenchymal Stem Cell

Neurogenesis and Neural

Stem Cell

Neurotrophin & Receptors

Notch Signaling Pathway

Osteogenesis

Stem Cell Signaling

T-cell and B-cell Activation

Terminal Differentiation

Marker

TGFB BMP Signaling
Pathway

WNT Signaling Pathway

Cancer Drug Resistance
and Metabolism

Cancer PathwayFinder

Cardiotoxicity

Cell Cycle

DNA Damage Signaling
Pathway

Drug Metabolism

Drug Metabolism: Phase |
Enzymes

Drug Metabolism: Phase I

Enzymes

Drug Transporters

GPCR Signaling
PathwayFinder

Hepatotoxicology

Lipoprotein Signaling &
Cholesterol Metabolism

Mitochondria

Molecular Toxicology
384HT

Nephrotoxicity

Oxidative Stress and
Antioxidant Defense

Stress and Toxicity
PathwayFinder
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